Hkyrh; df% vul/kku if=dk] 36(3): 192-195 DOI: 10.18805/BKAP340

thukfed ByD"ut oreku fLFkfr] volj ,0 pukir;k

ulj € c<ykdkvh] f}e* pa fed] viuy jk;]
d-d- pront vu “kek] B/khj JhokLro] jk€ho jEu dekj

Hkk—wvu-1-& Hkjri; —% FIE[;dh vul/lku BLRGu] 10k&110 012] ub fnYyh] HkjrA
ikirt tykb 2021 Londr vxLr 2021
Lk
vitdy] tiukfed ByDku ith-, 1] fele di 0;f'V;k dk mud thukfed efjV d vi/kj 1 puk tkrk g] 17k
vikj 1k d ¢tuu vul /iku e mi; & meehnokj d p;u d fy, ,d cgrj fodYi cu x;k gA gky e] thukfed
IyD*u I Icthr foftklu v/;;u fd, x, g] ftle ikjifjd ¢tuu fof/k;k 1j thukfed TyD'ku d BHkfor
vk vkj Qk;n fn[kk, x, gA thukfed ByDu dk fofflu 1"k vkj ik/ik d ¢ctuu dk;@ek e 1Qyrkiod
dk;kflor fd;k x;k gA ;g ckjfikd volLFk e gh tkuojk dk p;u djd dy yikxr dk de djrk g] blfy, 1h<h
vrjky dk tkh NkVk djrk gA thukfed ByD'u 1"kku vij ik/kk d ¢tuu dk Hfo"; g] D;kfd ;g vkuof'kd
vrjky dk de djd vikuof'kd yitk e B/Akj djrk g rFk fo*oluh; rk dk Hd c<krk gA gkykfd thukfed
bLVieVM chfMx oY; dh Bvhdrk e DAk dju rRk ni%kdifyd vkuof'kd yikH dk ¢c/ku dju d fy, vkj
foLrr rgdidkr dh vko';drk gA ;g y[k ,d H{kir Bet{kk ¢cnku djrk g] fd geu thukfed 1yD"u d
ek/;e 1 vc rd D;k gkfly fd;k g rik thukfed ByD'u B BEcf/kr vul/ku e Hfo"; dh x&kb™k rFkk
ifjc{; Dk gA
in Attt thukfed bLVheVM chMx oY ; iehb-ch-oht] thukfed 1yD"ku iteh-, 14 fydt tMELD ;yhoh; e 4, y-Mi]
fIxy U;fdfyvivioM 1,fye,jfQTe i, 1-,u-if] ekdj vilLVM ByD"u] DokuviVo W yklkb 1D ;-Vh-, y-HA
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ABSTRACT

Now a days, Genomic Selection (GS) became a preferable choice for selection of appropriate candidate
for animal and plant breeding research. Various studies related to GS has been done recently where
it has shown potential benefits and advantages over traditional and conventional plant breeding
methods. GS has been successfully implemented in various animal and plant breeding programs. It
reduces the total costs by selecting the animals at early stage hence shorten the generation interval.
Genomic selection is the future of livestock and plant breeding as it improves the genetic gain by
decreasing genetic interval and improving reliability. Although there is a need of further investigation
to improve the accuracy of genomic estimated breeding value and manage long-term genetic gain.
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This article provides a brief review what we have achieved through GS till yet and what is future scope

and perspective in the GS research.

Key words: Genomic estimated breeding values, Genomic selection, Linkage disequilibrium, Marker
assisted selection, Quantitative trait loci, Single nucleotide polymorphisms.

cLrkouk

thukfed 1yDfu i, 14 ¢tuu dh ,d mlur rduid
g] fthe fdlh 0;fV dh vkuof'kd ;K;rk dk vueku
yxku d fy, thuke&okoM MU ekdjk di thudkjh dk
mi ;kx fd;k &krk g ifemfolhu bR;kin] 2001%A vkt d
ifj="; e] &, 1- 0;fV;k d viuoki*kd yitk e /K]
dju dfy, ,d vk'lktud Ik/ku gA thukfed 1yD"u
ekdj vilLVM ByD%u dk ,d -1 g] ftle ij thuke
dk doj dju oky vkuof*kd ekdjk dk mi ;kx DokuVivo
W yklkb iD;-Vh-,y+ dh igpku dju d fy, fd;k
thrk g] tk fd de 1 de ,d ekdj d HiF fydt
fMEbD; yhoh; e 4, y-Mi e gkr gA tukfed ByD"ku
fQUkVkbT vkj mPp %uRo ekdj dk fo'y'k.k djd 1f&;k
dh ¢ctuu eY;k dh Hfo"; ok.k djrk gA thukfed ByD*u
dh ¢f@;k thukvkbfid vikj fQukvkofid MVK 1;kuh ¢f*k{k.k
IVioky 05V 1 ,d TK[;dh; eMy cuku d BkF
%z gkrh g rFk b1 eMy dk mi;kx doy thukfed
thudkjh oky 0;fV;k dh thukfled bLVheVM chfMx
oY; ltnb-choth d vidyu d fy, fd;k tkrk gA
0;f'V;k dk fQj t-b-ch-oh- d wi/kky 1j Jd fd;k krk
g] Vkj ckn e cgrj 0;fV;k dk p;u fd;k &krk gA

oreku fLFkfr

flxy U;fdfyviVkoM 1,fye,jfQTe 4, I-, u-ih vi/kfjr
fpi d rth 1 fodkl d dkj.k rFik fofiu Qlyk €l
pkoy] xg] eDdk ,o foftklu tkuojk €1 eo'] ext
LRKYV] MK HM) dOK fevyh wkj [jxk'k d Belr
thuke vu@e.k di miYCkrk d dkj.k| thukfed 1yD*ku
u fofflu 1°Kku vkj 1k d v/;;u e viuof'kd yiHk
Ifgr dN mRlkgtud ifj.ke fn[k, g ibfir*ike bR;kin]
2017%A db v/; ;uk 1 irk pyrk g fd thukfed TyD*u
dk 'K exi] MM HM dU feYyh vkj [ixk'k Mgr
1"k ¢tuu e egRoi .k ¢Hiko gA AN 1Qyrk d mnkgj .k
tl id ¢, I- rdutd d vug;kx 1 ghu oky vkuok“kd
yitk exh e ck;yj 200 iMd 1 bR;kfn] 2009 vkj v ; 1
e 600 YhVEULVkd bR;kfn] 20134 M;jh leof'k;k e
6081209 ic; Ih ,0 MVo;j] 20124 HM e 51-7e6 Vij

cdjh e 26-2% #"IEc Bk bR;kfn] 2013k Bvj e 23&91%
ifyfygej bR;kn] 20114 15&44% xkekl eo'lh e ifieVy
,0 dkfux] 20124 rFk HM lekl d fy;h e 18% 1k;k
X;k gh*kec Bk bR;kin] 20130A gky d v/;;uk 1 Xg
1@kl bR;kfn] 2010] -VdkIdh bR;kn] 2012 eDdk
IvYcJDV bR;kfn] 2011] &k bR;kfn] 2012%] Bk;kchu
0 bR;kfn] 2012] €d;u bR;kfn] 20144 pkoy iLih.My
bR;kfn] 20154 pdnj igkfot bR;kn) 20124 €k %0 TykV
bR;kin] 20127 jkb Yox bR;kfn] 20144 Tokj ‘QuikMil
bR;kin] 2018% rFik jiliM Youj bR;kfn] 2018% tlh
ce[k Qlyke vi.lfod tudkjh dk mi;kx djd thukfed
vuekfur ¢tuu eY; dk Ivid vueku yxk;k x;k gA
th, 1- vilkiud Qly c¢tuu dk;@ek e ,d egRoi .k
gffk;kj T1) gk jok gA foflu fley"ku vikj ,Eifjdy
v/;;uk u ¢tuu eY; dk vikd IVid vueku yxkdj
vikuof*kd yitk dh nj dk c<ku e viun {kerk in[kb g
lokB&QYT bR;kfn] 2019%A

volj ,0 pukir;k

;1 1k vl ik d ¢tuu d fy, viuof'kd yitk e
of) of'od 1fj-"; dk n"krt g] fo*kk -1 1 fodflr
n'kk dA gkykfd Hkjrn; ifje{; e vkuokf'kd yitk di
nj VHo Hh cgr de vkj /eh g] blfy, ge b Hh ,d
yck JiLrk r; djuk gA ; [fi Hegr €1 fodk "y n"k
e bl rjg d dk;@ek dk ykx djuk pukrhi.k g
D;kid o vDlj thukVkbi 1 Qtukvkbi dk fjd,M dju
d fy, mi;a Phkuk d B cfref/kr gir g rFkk
telyiTe d vkuof'kd eY; d fy, eY;kdu dk;@ek
dk vHko gkuk Hb bldk ,d e[; dkj.k gA gkykid
¢tuu dk;deke ,d 1Qy tf-, 1- d fy, db egRoi.k
dkjdk 1j /;ku nu dh vko® ;drk gkt g] €1 vrfufgr
y{k.k dh vkuoki*kdrk vkj viuof*kd 1jpuk] Qly dh
efVx fMekbu] Bk[;dh; eMy rFk ctuu dk;dek
dk de 1 de folkh; ctV bR;knA gR;d ih<h e u,
ekdjk dk “kfey djd €, I eMy dk yxkrkj mlu;u
fd;k thuk pkfg,A ¢fk{k.k MVk c<ku dh Bfo/kkvk dk
Bid B /;ku j[k €kuk pkfg,] D;kd ;g thukfed
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IyD'fu d ¢n'ku dk xty =i 1 cHkfor djrk gA
cf*k{k.k MVk dk vkdkj ctuu eY; d IVhd vueku e
Hd egRoi .k tkfedk fulkkrk g] by, cf*kk.k vkcknh d
mfpr vkdkj 1j Hh fopkj fd;k Ekuk pkfg,A thukfed
IyD'ku eMy e 1;koj.ki; cHkok Fjk thukvkbr dk
"fey dju 1 e,My dh IVhd vueku yxku dh {kerk
e 1/kj gk Bdrk g] bIfy, foftkiu LFkkuk d MV 1 Hi
VPN rjg I fopkj fd;k tuk pkfg,A eMy e doy
, I, U dkmikx dju d ctk;] giyivibi di thudkjh
dk Ho €Mk € Tdrk gA thu vitk);fa] thu ikitlu
thh virfja tdih t-, 1- eMy dh {kerk dk vkj
c<k Idrh gA de viuoki'kdrk d ekey e ,dki/kd
fo"k'krk ieYVh VWi vidkfj r tkudkgh dk Ho mi;kx fd ;&
th Idrk gA

Hkjrh; —f% vull/lku ifj'n Lrj 1j 1gy
gkykd] vkuof'kd yiH ;k thukfed ByD'u I ge &
dN Hh yitk gvk g] og of*od Lrj 1j gA Hkjrh; 1fj—";
e] ge vk Hh egRoi.k 1°Kku vkj ikkk dh ctkfr;k e
viuoki'kd yitk e 1/kkj dju d fy, ,d cM ¢iRlkgu
dh vio";drk gA ;g Ic/;ku e j[kr g, Hkjrn; —f'k
vul/kku 1fj'kn Hkk—wvu-it u b1 fn"k e Rkpuk "z
dj fn;k g] ;g tkjr e —f'k vull/iku d lelo; d fy,
fetenkj "Wk fudk; g € —fk vul/Mu vij fk{k
folkkx] —f'% e=ky; dk fjikv djrk gA Hkjrh; 1fj—";
d fy, eof*k;k vkj Hlk e thukfed ByDu 1j jkMei
d fodkl d fy, Hk—vwvu-i- Lrj 1j db ifj;kEuk,
- dh xb g] tgk ,d fuf*pr le;kofk d BkFk DHk
fgrikjdk dk yf{kr dju d fy, i;kr jiM el 1j tkj
fn;k x;k gA bld ckn thukfed ByD"ku 1j fofflu cu
LVifex B=k dk vk;ktu fd;k x;k g] fele Hk—wvu-i-
u n' e eof'k;k vkj HIk dh mRikndrk c<ku d fy,
thukfeDl e ¢xfr dk mi;kx dju 1j € fnsk gA ;g
ppk di xb g fd thukfed IyDlu d {i= e ,d
1jfpr dk;@e dh vio*;drk g] ftle eluo 1Hku
fodkl] mlur MVk fjd,fMx d rjid vkj x.kdkjh
QukVkbfix “Kfey g] rifdd Qynk;d ifj.ke Tkeu vk
IdAble ;g Hhcy fn;k x;k g fd thukfed 1yD"ku
dk dk; dju d fy, fgr/kjdk] Hk—wvu-i- d BLFkkuk]
MhchVh] Mh, ,pMh,Q rFk ,uMiMich d chp Bk>nkjh
fodflr dju dh vio";drk g] fEL T dh MVk d HMkj K]

Hkkyrh; df' vul/kku 1f=dk

1uikflr vij puykbt'u Huf"pr dju vij thukfed
IyD'tu v/;;u d ifj.lek d fy, ,d r= r;kj gk
1dA
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