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P & & H I AT T FHET
1 gt Sl g2, ot gEr, sifvrer v, Herg gER?

AR

HY TR e & Ua MaRer! g &1 ufiffe ot 2 | fafr Fergil § RAf= geR & oot iR weel
Hecaqol |Ie Bl YT AT € | Bl BT ST SR GuR BRI gIRi ATall 9 a1 i JeT 2 | S5 o
IS A1 519 ARGEAT T AT IARAT GAT I &7 &, g P Afed {99 & & &7 3§ JAga@yol AR
FR TG 7 | OId AT 3+ fafi= —aiifiyas a3t (Sheifiew, grafsucifas, mifesifiew, Jererdrfes) ik
HETSIHIHed Afed HiY STgHeT § #gyol INTaH < R8T & | Sid AT e A= uell ok $fY Suari
SHaR & aR H SiAIHe 3R ORI SR JueTe $RT 8T 3, Sl JAdd: I+ (], T 8, T
ek, T ARW[AT 1S & AP H Aerddisl Bl Tl HR 8T 8 | Sid JARLAT SN & &3 d @il 3R
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ABSTRACT

Agriculture represents an inevitable component of our life. Across continents, different kind of cereals and crops occupy role of
important food. Domestication and improvements of crops is practiced from thousand years. Bioinformatics is a newly emerging
discipline, though making significant practice in every area of science, including agriculture. Bioinformatics including different -omics
fields (genomics, transcriptomics, proteomics, metabolomics efc) and metagenomics is making a significant contribution in field of
agricultural research. Bioinformatics is making available genomic and detailed information about different crops and agricultural
important animals which is ultimately assisting researchers in development of improved varieties, disease diagnostic, pathogen
resistance, disease tolerance etc. Bioinformatics is playing a significant role in discoveries and studies in field of agriculture.
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PN 7 B {O < P Tb YT JaATd 2, dicd
ST, |pia iR Afa—Rarst 4 & | amaa, 18, S,
HFp, ITORT, T SR TS BHRIT A & faffi=1 #ergdi
H A ST & HEY! I A4 I 38 & | &Rl
Tul A, AT 59 Bl Dl T fbel b gifese faemamai
@ AT M B (oY IS AR I BT SUANT PR I8
2 | ¥dTE, Uo7 Ura 3R IedTaehell H HEeaqol Il
g gal B, fRw wu 9 “gRa #ifd” & IRE S
1960—1970 H 8% T |

39 B4 A Hecdyul fdgall (H dIvor 9, ol
FEEAl DI BH SR ARG STefarg uRde) TR
fdaR @xd gu FPRAOR dodl giar &1 SHan &l
qIyoT Heel @re Y dRA & foy Sy g W st
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I AR AYFH Sig U Al &1 [SuanT

| v, S b Hfcelkg 3fR Hifeai™ srhAT |

PR DI ATILIDAT & | AR T&al H, BH AU Bl
Y B g DY MITIHAT © dif g9 1 Nfeat &
T g 9IS UeT™ &R § 9eTH 8 9 |

St g g (@S9 smgE)
REASCRIRCEIENCIRCCRCISCEIRT CREEIEARING]
3R YR e & a1 4= &1 U 3ic: favy &=
2 | Sifdd @roll & TIdl BT Fars WU F go R B
forg ST g a9 maedd & | AT S dlolace
@ fdrT & A1, Sig 4= &1 ST 37eyd Wy 4 9
AT | STT BT AT HR, YEfRId e, AT B
3R fIZelvor R B &|dT Usel A Pel AW FEcayel
BT TS | O SR ifdd STl & Hae oA & fory
AT WS &1 SuANT © Sl fafr=t Sl &
SIF B fSPrs BT H Ae8 PRl © | $9d AT,
S SRYAAT Bl M AR R Sifdd TN 3 =T Sl
T TGRSR Uded & oI degex Wil &
STPRINT & B0 3 ST ST & | W6k o a1 s
T w0 ¥ Sfdd, R w9 9§, SiAife el & a9
Hlt & foy e el & oyt & forg
ST T T | SIF AR U AT A & elfeh
I fIe™ @ TS &7 7 987 Ioll | WY aR @ 2 |
S| b A= Sial @7 S| SMeRT J& 3R
&g H SHHT SUIIT Il &, S '8 PN & &3 § 9
T & B A IoTIT AT 2 |

P § S JARGEAT BT 991G
SN faem & &= ¥ 9ggdl ai+ie fAual & sea~
@?Wf{mmamsﬁﬁwaﬁsﬁ(ﬁﬁw,
grafhuciiad, difeaiiad safe) o dro! A8
foar € (S9dfeetar, 2011; Bleed 3R I 2013) |
TS B AT SR Sifad gonferdl a1 drierAdr o
T # R IFTeE R 9dhd §, faRiyer =
gRRrfoal # o f oRIR®, TTeas a1 gafaroi
gRad=l & yTfad (@1 3R 31 2013; gyl
3R 3T 2016) |

B3 TSR & IR S BT A I A
DT GRTIT BRT Pl AT el & 3R I BrIETHIT
BT A B oY Yoorehl fdg wa™ d=ell 2 | Faferd
IS SFHRI & IUGeh @1 Bl SuafeT & foy
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S B aTel, SHHAM Bl SiF AT 3R S g
PBRUGAA] BT JEdR 3T AT B o1 raegdha
g | 39 VT | aRerd # T Sifdes faser & Ao
HY F 9 WY g2 (@78 3fR 37 2013) | $HSD 37T,
S @ SIfeerdr iR 9@ wedidhT W1 I w9 |
T T UEE & oy IO nar H Jrarfad g
& forg Hifeld 2, T I8 ey, AR iR Sdraddr
H AT ARl ¢ |

N eI & T b YTl (TTaTal) & U
T By ARHAL, AT B TSN (TP FHERI) | U
PR Fhd © (fFT®m, 2013; a7 3R =T 2013) | 39
el & 49 ofdk g wu ¥ faftre segas &
Seedl H Wil €1 Ubel gfieadlvl o, WMo 3R
faftre SIRT@d1e, Hadi, a1 F (SN, STel, W,
HHA) B HRIGHAT S I B O §, I W0 A
TOTET 3R JATHR ST R 01 DT FATIT B dTel
BIRD| DI U aT B & o1y | I8 3IR 1 Afdd Ffea
LN (ST & oIy, U, d=ral, IFT & HfcRIe)
a7 gfhamell (S, ®d Udhd, [Jerd qerdr, 9a=ie) &
T qUIF BT AT YRR IRl & (916 AR 31T 2013) |
U B YT &I 3fETal H 3MoIfdes gcdhl Bl aoid
FgaiRre uRadaeliadr &1 g9rfad &= drel)
faeraardl ufsharell @ F9s1 I AT & | I8 I
YFH WY F A19d IR J8dR el &I Igard aad
I qfaRei aRacHl & Sfad § SiFegd & ded
IR BACTEUe WIRERIET IR ATaRes H=ar &
TITT BT 3HAT B @ oIy STed ATAHD &0l
DI B H IR BR Fahdl & (918, 3R 3T 2008;
AT AR g 2010) |
HeToiAIaE B BN # T
faffr=1 ged Sitg Y 3§ Ae@yol #HeT [ 8 3R
g JAGIAT 39 Sial bl YR S SIDl JaTd
PR & | Ul 3R SIFeRT & SIFM 3gshao = A iy
B ™ TeH fHar 7| Sfde srgeie™ # fafe o
AT G & SN W WSRO, YT, fageryoy,
T 3R gRMHT & fasgerargored # Aes fiel 3
AT T8 O e JOTTell B qeaR dd | T H
AT SUIRM 2 | S99 UIeY [ured] JUR, UIey Ry
TEITE T A= 1T & e # Aeg fert (gwaiRdr
3R 3T 2016) |
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qgeral | Geue Afed AaIRie yd @

ey ¥, YfFerd YRTS AT 7 |+ gfepron

AT Pl HSTOHAITHTT" HET ST & (TS
3R 31 1998) | HQTT UATGRYT & AT, oy g,
AT T, IT 3T | UK BR FHhal &, clfeh T8 il
BT 1 =T 81 Fahdr 8, O 31T A1 Sie (Sl
3R 3T 2016) | HEOIHIHGRT BT ST ATHAR TR
IR & WHRACE Ted B v a1 BT B,
?ﬁﬂwﬁﬁ@qlmqwﬁw\qﬁﬁmm—dﬂ
B Udl A & oAy +ff STl 81 dear ® (v
3R 3T 2012) |

urey, gl SiR U ATgHERIA o PN # Uw
HeaqUl qfAepr fFvra € aife I8 9 @ fhed,
A & S rafye T @ HuiRa wwar ® iR
SUST 3R UTET & &0l I Pl T BRaT ¢ |
BT, AU AR 59 Agaril 9 9 enfid €, I99a
foy 980 &9 919 U 2| Ud S&TERY & w0 H,
I8 WeR fBar Sirar & fb g gedl ) da9 719
B reservoirs § I Ud 7, 3R UdhRaca fAgr o
IRIMRT &1 U Heayol ATAT Bl TS+ B o | BT,
el 19 gl # fafr=T geR & stega i I ydr el
RET 2, T JaIRAT BI Foredl o1 g7 fewm anfl
Al 3fed € | ST ATSShIfdT TR Bl HURE]
M 3R IADI G BrIHS [IRIvARAl BT goid
PR B [TY SUANT BT ST dTell ATl fafet 7 arg
N SIYAY T BT YA AR YN T TR YAS0H BT
SUYNT RAT MM 8, Al AR |

DY H HSTOIAIHRT BT IFIANT T 3R dier
RISSIRBIIR H GeHsildl @ drd 8i- drell 3id: fshamsil
@ Sffed e Bl T & oIy Sug<h wTfad gl &,
|y g e fARre Sael a1 o © e H Al
SHHT SKIHATA BT © | HETSIHIHad eI~ & g
HaT IRAT TAT P Fdg= A G GeAd Yl &
IR ¥ UAT RT AT & | HEOIAITAa & e |
U & U1 H Qg el @ ADhIpRO H AL & daIiRan
B AT BT wHFE F W Ao Ao dhd 2| gD
gRI, 9™ ¥, Y SiHl, Slg—3cdral, Ulei @l gig Pl
9eraT 3 dTel geotdl & @ieT 8 Al 2, O B
o uEgel Bl FHeH @ foy SuIrh € o fo
aara a1 feRaenfaa (fges ik 3= 2014;
IRAR—ARAT 3R 3T 2014) |
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H AT fear 2, fa9iy 9 9 STel S $R H |
JE BRI € P TS Wefal & e gl
9 T gAY &3 H IATeHAT AR I B
gATfaa b |

s
fUge BE SUD! BT VG JRGS AR HFYCLAA Silg
IS &1 Ta A1 T AT SO © S ofg e |
I MAPR & 71fer T grdT 2 | urey arararon
@ & H pYeR A9 BT A PR I ool Toal
H digl I FafO LT B b qRID H FaATd 37T
2| fUocl ¢B auf & IRM AT THId J g
=T ANl & BROT ST FE Thilh BIBI AT
faferIl &1 IUIRT IR AU B & SIAM BT eI
TR qEH T

SN H MYFe S/ Wi Wk B e
1 9 FREd w5 4 o9 Sl &F, BN seRd
IANN, P IU—JA&T & IUIN, Ui & FoIR AR
gfeRy] & dEdR wdgH @ fog favmer e ure
BN U Ul &1 YOl & Fdad Siam 3R
cTafpucifad AT &y Uel @l Yol &l
JMIARNE ARIDHAT BT FdT B BT AR <l o, Sl
ey wu 9 9ifed Sifed d&vn (efd) ¥ gurR & foy
SMaE 2 |
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