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x.k0= fo'y'k.k d Vil ij f=ijk jiT; e ub Lon'lh nynyh; #I db
vikcknh PHkkxkjf d viLrRo dk 1rk pyrk g
dj.k ohj flg] jkez nkl* Nkdr fujtu] ekfudk Bk<h ,0 wkj- ,1- dVkfj;k
Vb Ih, vkj&jk'Vh; 17k vuokf'kdh B Bkku C;jK djuky&132 001] gff ;k.k] HkjrA
ikirt tuojh 2021 Lohdri tuojh 2021

Bijkek

oretu v/;;u dk mi*; Hkjr d mikj&ion jkT; f=ijk o phkkxkjB HE di wkcknh o fLRKr dk x.kI=
fo'y'k.k d vilkj 1j voykdu djuk gA Hijr d mUkj&ioh jkT;k I verd #Ek dk v/; ;u f=ijk vij ey ; dk
NiMdj fd;k €k pdk g vij vkerkj i blg ny nyh; K1 dk cdkj dk ekuk thrk g] & fd Hlk dh “kjhjd 1 jpuk
dh Bekurk 1 vikfjr girk gA %jy Kl dccy I ccfy 14 dk nynyft; vkj unh; e oxt—r fd;k X;k gA gkykid]
mudk Idj mlkj&io Hkjr e vle icAi= MVit d dN fgL Bk e Hh ik;k krk gA nynyh; HIk dh ,d fof'k'V
"yhjd Bjpuk gkrt g €1 Ihx dk vkdkj] "kkjhy dk NKVk vkdky] vij “kjhg dk jx] vkinA ;g v/;;u f=igk JkT;
e Hkxky Bkl dh vikcknh dk fo*y'k.k djrk gA jkT; Hg 1 ,d=H1 d j& ueu dk x.kB=dh I[;k fulkkfjr dju
d fy, mi;kx fd;k x;kA geu f=ajk jkT; B PHkxkjf Lon®i Hd dh vkcknh dk igyh ckj x.kB=fo"y'k.k dk mi;kx
djd nynyh; Kl ¢ctkfr dh if'V di g IHh thuojk dk ey i 1 x.kI= 2N%48 g
"itn dth: Hkxkj] x.kB=] unh; HBA
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ABSTRACT

The domestic water buffalo (Bubalus bubalis) are classified into the swamp and riverine. However,
their hybrids are also found in some parts of Assam (Brahmaputra Valley) in North-east India. Swamp buffaloes
have a typical phenotypic appearance, like the shape of horns, small size and body-color, etc. This study
characterizes the indigenous ‘Bhangor’ buffalo population from the Tripura state using cytogenetic analyses.
The blood of buffaloes samples were collected across the state, phenotypically identified as swamp buffaloes
were cultured, terminated and harvested using conventional karyotype protocol to determine the number of
chromosomes. We have characterized ‘Bhangor’ an indigenous buffalo population from Tripura state using
karyotypic analysis for the first time to confirm that all animals phenotypically identified as swamp buffaloes
with 2N=48 chromosomes.

Key words: Bhangor, Karyotyping, Water buffaloes.

cLrkouk
] ccyl ccfyl ,d ikyr thuoj g &t —f]
VFO; oLFk wvkj [k] mRiknu e vfr vko®;d Hfedk
fulkr gA tkl yikxk d fy, vio'ollun; -1 I egRoi .k
g vkj blg db n'kke 0;kid -1 I ik;k trk g] fele
Hkjrh; mieghhi] nifk.k 1o ,f'k; K phu] bVyh vij v LMy ;k

d egknii “kfey g ickjxh vij ekth 2005 dnhiu ,V
vy 2009%A Hkjr e ge Hklk dh 17 1th—r ifjHkkd'kr
132 uLy vkj foftklu Lon*f wkcknh feyrh g ftlg
Vk.kfod ekdjk d BkF& BkF Quikvkbfid fof/k Hjk of .kr
fdl 3k X3k g ivkb Ih, Vkj&, uch, vkj] 20206A mkj&io
e f=ujk ,d , Ik JkT; g gk Kl vikcknh dk foLrr -1
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1 voykdu ugh fd;k x;k gA ;gk geu lkbVktufvd
Vy vij Qukvikbfid fof/k dk mi;kx djr g, Lon'h
Hl vikcknh dk oxi—r vkj fpfar dju dk ¢;kI fd;k
gA Hxkj I iikyu oky fd Bkuk Hjk fd, x, cchu
Vi kBk dk B v/;su fd gk xGHA

LFkuh; yik Hjk nBh KD dk Hockj sk ef.kigh
d uke 1 thuk trk gA f=ijk ,d Hfe&en tyM&y, DMk
JKT; g vkj bl dh Hkxkfyd Bhek, jk'Vh; vkj VrjkVh;
nkuk Bhekvk dk N g] vkj cgr gh Idik -1 1 ;g
Hkjrh; JkT sk vle vij fetkje d LkFk 10 e feyrh gA
10491 fdef 2 14051 ox efyh d {k= okyk ;g rhlljk
Bl NKVK Hkjrh; KT g] &k E;kekj vkj chXyknk dh
uni %Vh d cip fLFkr gA bl bykd e cM 1efu ij
Dekukrj giMsk vij %V;ik g & mlkj&ifpe 1
nf{k.k&io fnk dh vkj gA nynyh; Kl dke[; :i
1 Ku d [krk e mi;kx vikj ekl d fy, ikyk thrk gA
e[;r; ;g Hkjrh; fokrj JKT;ke kb trh gA “lghfjd
1jpuk e nynyh; HKI unh; KBk 1 vkdkj e NkVh ghrrt
g Vkj viuk T;nkrj Be; nyny ikuh e xtjr g
iBorghese et al 2005¢A

oreku v/;;u dk mi®; f=ijk 1 Hkxkj Hl
vkcknh dh fLFkfr dk vkdyu djuk gA Hkjr d f=ijk d
vyfkok mikj&ion jkT;k e ve rd Wik dk tufvd vij
Qukvkbfid v/;;u dj fy;k x;k g] ftlg vkerkj ij
nynyf; cdkj dk eluk thrk g € nynyt; cdkj dh
Hlk d Qukvkbfid Bekurk 1j vi/ikdjr gkrk gA gky on
e dj.k o flg ,V vy] 2020 e eMy; jiT; e
nynyh; Hdk d viLrRo dk n™f;k FikA

Bkexh ,o0 1jn{k.k foflk
e,Qkefvd MVk Ixg
JKT; d 1°kikyu fotkkx d Bg;kx 1 ik;yV Bofk.kd

df'c vull/lku 1f=dk

nkjku fd Bkuk d fuok] forj .k ¢chku gFRkvi vij fd Bkuk
dh lekftd&vifrkd fLFfr d ckj e thudkjh ¢"ukoyh
del/;e I ,d=dhxb FA vibIh, vkj&, uch, Thvkj
d uLy fooj.kd e of.kr ekud yfk.kk ij e,Qkefvd
MVk if*pe f=1jk [kkokb] /kykb] mukdkfV] xkerf] vkj
f=ijk jkT; d mkjh f=ijk feyk 1 230 o;Ld Hlk 1
nt fd;k x;k FkA foftklu xkok 1 v I cf/kr thuojk 1
ja d ueu i ,d=fd, x, FA

x.kI= fo'y'k.k iCytogenetic analysis)

cdk™ ,V vy 120110 Hjk of kr j& Y; dkBkbV thok.kvk
dh of) fof/k ekeyh Bkk/kuk d BkFk vkjih,evkb 1640
IrRPMIY X/ ;e dk mi;kx dj 29 Phyto Haem Agglutinin
ipHAR d IKFk bLireky dh xbA A'ekfu;=d e 37 fMxh
IYD; 0 ij 72 %V d A'ek;u d cin eVkQt x.kI=
clkj dh r;kjh di xb A cR;d thuoj d de I de ikp
LykbM dh L@hfux djd ifj.kkek dn if'V dh xbA

ifj.kke ,0 foopuk

f=ijk jkT; dh Hkj Bklk d "lkjhfjd eki nt
fd, x, vkj mudk eY;kdu fd;k x;k FikA Hl o Ropk
vikerkj ij Hj jx dh gkrh gA ,d 0;kid vi/ikj d BkFk
Inx gfl; d vkdkj dk gkrk g & Tsknkrj Aij 5k
1N dh vij %e gkr gA dikuk dk {kfir€ -1 T j[k tkrk
gA elFkk Tknkrj mUky ghrk gA HI e/ ;e vikdkj vkj
gA [gkvkj AVu d cip dk ij dk Hix B1Qn jx dk gkrk
gA IN d cky vke rkj 1j dky ghr g #fp= 1[;k 1] 2A
bu Bk dkmiskxe[; -1 I —fkdk;kdfy, fd;k thrk
g n/k dh inkokj 2&2-5 ytVj ¢frfnu gA blg cPpk d fy;
NiM fn;k thrk gA tuogk dke[; -1 1 ,d "W;&buiV
G.kkyh d rgr ikyk thrk gA thuojk dk mi ;kx ikjifjd
R;kokj e cfynku d fy, Hi fd;k trk g] ghykd bl
Hkgrh; mPp Usksky 5 d vin®k gk cfircfr fd 5k x;k gA

fp= 14 Hixkj B elnk i *Ka
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Hkxky HeBk dh x.kB= fo"k%rk,
;0 f=1k jkT; e Lon"ih Hkxkj vkcknh d x.kB = fLFkfr
ij igyh fjIkV gA Hkxkj tklk e nynyh; cdkj dh Hllk
dh fof*k'V x.kB= fo'kkrk, gA f=ijk jkT; d foftklu
LFkuk 1 ,d=fd, x, nkuk fyxk d 72 j& ueuk dk
mi;kx x.kB=fo"y'k.k d fy, fd;k x;k FikA Ekuojk
d ja ueuk u 2N % 48 x.kB=k dh f}xf.kr fxurt
cnfkr di t nynyh tkl dh fo*kkrkvk d fy, fof*k'V
g fckxk ,V vyA 1984] Br 19874 dfj;kvkbi e 23
v, Vklke €M lautosome’ vkj ,d tivh 1D Bkekllke
"fey FA v,VKIIED d 23 tiM e 5 i{kikrh eV IfVd
/ IceVEiVdh vij 18 ,@kdfvd x.kI= gkr gA nynyt
I e evkIfivd x.kB=k dh pkFq M dh fof*k'V
vikdkj dh fokkrk] unh d ¢cdkj d x.kB= F[;k 4 i4ph
Vkj 9 IDiBerardino VKj lannuzzi 1981] pk/ijh ,V vy
1989% d foy; d ifj.kkeLoz 1 gkrh gA

bl ¢dkj x.kI=fo'y'k.k u mkj&io Hkjr d
Hixkj HBk dh nynyh fLFkEr dibh 1V diA fedk ,V vy
12010 L% u ef.kij 1 ,d=HI x.kB= fo'y'k.k fd;k
Rk vkj ") nynyh cdkj dh Kk di 1f'V dhA viEfe;k
el x.k1= fo*y'k.k o.ku u "k) unh; vkj 1dj K1
nkuk dh mifLFkfr dk [kykBk fd;k yfdu dkb nynyh
cdkj dh Kl #fedk ,V vy 2010 cf ugh gA

fu"d"k
f=ijk jkT; dh Hixkj K e x.kB= fo"y'k.k
0.ku ,d uohurk fjakv gA tl wvkcknh e dkb - ilRed
;k Gleklkey v Ikell;rk ugh n[kh xbA ;g Hijr d
f=ijk JkT; e ") nynyh ¢cdkj dh kklk d viLrRo dh

igyh if'V gA mlkj&io og {k= g gk unh vij nyny
nkuk d BkF& BkFc Bdj Hh eken gA pfd nyny Kl dh
vicknh e Hkjh fxgkoV vib g] bl vf}rh; telyiTe d
fy, ¢ctuu vk Bj{k.k dk;de d fy, rRdky gLr{ki
dh vko*;drk gA

Loh—fr;k
y[kd "Wk dk; dju e Igk;rkd fy, fun’kd]
ICAR- NBAGR] djuky dk /&U; okn nuk pkgr gA y[kd
f=ijk e kI d j& d ueuk d Ixg d nkjku ,,p Vij
i "k fpfdREk Bok folkkx d fun®kd] 1;& fun’kd vij
i'k fpfdRlk vifkdifj;k d dike vij Bgk;rk d fy,
mud 1f@; leFu d fy, /l;okn nuk pkgr gA
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